
Deuterostomia Protostomia

A phylogenetic tree shows the evolutionary relationships among different organisms. The 
branches of the tree show where genetic or physical similarities and differences between 
organisms begin or end. 

A phylogenetic tree is like a family tree. The root of the tree represents a distant ancestor 
of the species that appear at the ends of the branches. The branches separate at nodes, or 
points where ancestral lines split into new lines of evolution. 

Root

Node

Branch

Chordata
(vertebrates, mammals, humans)
~60,000 species 

Echinodermata
(starfishes, sea urchins)
~7,000 species

~700 million 
 years ago

Porifera
(sponges)
~5,000 
species

Arthropoda
(insects, crustaceans, spiders, ticks)
~1,500,000 species

Nematoda
(roundworms)
~20,000 species

Tardigrada 
(water bears)
~1,200 species

Mollusca 
(clams, snails, squids)
~8,500 species

Annelida
(earthworms, leeches)
~12,000 species

Brachiopoda
(lamp shells)
~300 species

Platyhelmintha
(flatworms)
~13,000 species

Cnidaria
(sea anemones,  
corals, hydra,  
jellyfishes)
~9,000 species

This tree of life shows the relationships 
among common groups of animals. The 
main branch in this tree, which separates 
the animals into two distinct groups, 
Deuterostomia and Protostomia, split 
about seven hundred million years ago. 
This tree shows how today’s animal 
species have diverged over time from 
common ancestors. 
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